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PERSONAL SUMMARY

Motivated and accomplished
professional with a proven track
record of meeting deadlines and
delivering exceptional results under
challenging circumstances. Adept
at problem-solving, building lasting
relationships with collaborators,
and excelling in both individual and
team settings. Specialized in
microbiome-metabolite data
analysis, Protein Chemistry,
Structural Bioinformatics, Drug
designing, machine learning,
protein characterization, and
genomic research. Proficient in
methodologies ranging from
cloning and protein purification to
advanced computational biology,
molecular dynamics, and structural
bioinformatics. With more than 11
years of focused expertise in
molecular biology, genomics,
marine biotechnology, and
biodiversity mapping, | bring a
unique combination of technical
acumen and strategic project
management. My work has
spanned research, teaching, and
stakeholder engagement,
particularly in advancing
innovations in marine
biotechnology and biodiversity
initiatives. | am eager to contribute
my skills to transformative projects,
advancing innovation and
collaboration within the Science &
Technology Department.

Dr. SANGEETA MITRA

WORK HISTORY

DumDum Motijheel College, Kolkata, West Bengal
Dept. Of Bioinformatics, MAKAUT, Haringhata, WB
Estuarine and Coastal Studies Foundation (ECSF),WB

Faculty of Zoology,

Visiting Faculty

Visiting Scientist,

Post Doctoral Fellow (DAE)
National Institute of Science Education & Research ( NISER), Bhubaneswar, India
[2023 onwards ]

Trained in Microbiome-metabolome research works, Drug discovery Data analysis using
Python & R, correlation & regression analyses, neuro-degenerative disease and cancer
data handling and analysis, Multi-omics project handling.Drug discovery through multi-
omics and machine learning approaches of some prevalent diseases

Post PhD Research Experience Indian Statistical Institute, India [2022-2023]
Conducted research on DNA methylation in pancreatic cancer and pathway analysis
with Bioinformatics and Machine learning aspects.

Post PhD Work Experience University of Kalyani, India [2021 — 2022]
Characterized stress-response proteins in plants and developed mutational variants to
enhance stability.

PhD in Biochemistry & Biophysics University of Kalyani, India [2017-2022]
Bioinformatics Project Assistant BIF Centre, University of Kalyani, [2016-2017]
MSc in Zoology University of Calcutta, India [2014 -2016]
First class First in special paper Ecotoxicology & Environmental biology

TECHNICAL SKILLS:

Proficiency In Excel, Ms=S Office, Dbms

LC/MS-MS data analysis, MS dial

Programming Language: C, C++, Java, Initials of Python, “R “, Matlab, Latex, Perl
Structural Bioinformatics, Modeling, Protein-ligand interaction, Molecular dynamics &
simulation, Microbiome Metabolome analyses, NGS analyses

WET LAB- BASED TECHNIQUE PH-meter, RT-PCR, SDS PAGE Gel,
Hemocytometer, Centrifuge, Spectrophotometer, 2-D Gel Electrophoresis, Protein Gel,
Protein Purification, Extraction, Paper Chromatography, SDS-PAGE, Lowdy Method,
RDT Based work, PCR, Blotting, permanent slide preparation, Comparative anatomy lab
works.

DRY LAB-BASED TECHNIQUE Python. R, Transcriptomics & Genomics
techniques, Computational Biology database management, Structural biology, Molecular
folding and simulation, Bioinformatics & Computational biology techniques, Protein 3-
D Structure study, Molecular Biophysics, R Statistical Package, Molecular Modeling
&amp; Protein Dynamics, Molecular Simulation, Molecular Dynamics, Protein-Protein
Interaction, Biostatistics, Discovery Studio, Molecular Docking, Random Forests,
Homology Modeling

FEW OF PUBLICATION DETAILS

Paper in communication-[2024-2025]
1. Singh D, Mitra S. Aich P. Effect of constant darkness on metabolome, meta-
metabolome, and metagenome in C57 and BALB/c Mice: Unveiling Complex
Interactions in Host, Microbiota, and Metabolic Networks (in preparation)
2. Mitra S, Singh D, Aich P. Interplay between Neurotransmitters, metabolome,
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SKILLS &
SPECIALIZATION

LC/MS-MS data analysis

MS dial

R, Matlab, Latex

Structural Bioinformatics
Molecular Dynamics Simulation
Genomics techniques
Computational Biology
Database management
Structural biology, Modeling,
Molecular folding

Protein 3-D Structure prediction
Protein-Protein Interaction
Molecular Docking
Metagenomics, Microbiome &
metabolomic analysis
Taxonomy & Phylogenetic
analysis

Grant writing

Proposal development

meta-metabolome, and metagenome under Constant Darkness"
3.Sunaina S, Mitra S, Aich P.A multiple network-based approach to discover novel
and more efficacious drug targets.
Published under Scientific reports: [2023 ]
4.Sengupta, D., Mukhopadhyay, P., Banerjee, S. et al. ldentifying polymorphic cis-
regulatory variants as risk markers For lung carcinogenesis and chemotherapy responses
in tobacco smokers from eastern India. Sci Rep 13, 4019 (2023).
https://doi.org/10.1038/s41598-023-30962-9.
5.Published under WJGO(World journal for Gastrointestinal oncology):
Bararia A, Das A, Mitra S, Banerjee S, Chatterjee A, Sikdar N. Deoxyribonucleic acid
methylation driven aberrations in pancreatic cancer-related pathways. World J
Gastrointest Oncol. 2023 Sep 15;15(9):1505-1519. doi: 10.4251/wjgo.v15.i9.1505.
PMID: 37746645; PMCID: PMC10514732.
6.Mitra, Sangeeta & Bagchi, Angshuman & Dasgupta, Rakhi. (2021).
Elucidation of Diverse Physico-Chemical Parameters in Mammalian Small
Heat Shock Proteins: A Comprehensive Classification and Structural and
Functional Exploration Using in Silico Approach. Applied Biochemistry
and Biotechnology. 193. 10.1007/s12010-021-03497-w.
7.Mitra, Sangeeta & Dasgupta, Rakhi & Bagchi, Angshuman. (2020). Molecular
Level Insight into the Involvement of Heat Shock Proteins in Oxidative-Stress-
Mediated Human Diseases. Role of oxidative stress in the pathophysiology of the
disease. ISBN-978-981-15-1567-5.
8.Mitra, Sangeeta & Dasgupta, Rakhi & Bagchi, Angshuman & Biswas,
Aniruddha. (2020). Structural Comparison between the Binding Interactions
of IbpAB between Pathogenic and Non-Pathogenic Organisms: A Detailed
in Sillico Approach. SSRN Electronic Journal. 10.2139/ssrn.3517098.
9. Bhattacharjee, Sanchari & Halder, Indranil & Mitra, Sangeeta &
Dasgupta, Rakhi & Bagchi, Angshuman. (2019). Elucidation of the
molecular mechanism of heat shock proteins and its correlation with the
effects of double mutations S679A & K722Q in the catalytic dyad residues
of Lon protease. Gene Reports. 16. 100438. 10.1016/j.genrep.2019.100438.

OTHER INVOLVEMENTS:
- Managed large-scale projects focusing on marine biotechnology and biodiversity
mapping.
- Successfully coordinated and communicated with multidisciplinary teams to ensure
project objectives were met.
- Oversaw data collection, analysis, and reporting, utilizing advanced analytics tools
to monitor project progress and outcomes.

Organized and facilitated seminars, workshops, and conclaves, enhancing
collaboration and knowledge exchange.
- Established networks with biotech industries to transfer technologies generated from
research projects.

LEADERSHIP EXPERIENCE

Achieved West Bengal S&T Project: WEST BENGAL DEPARTMENT OF
SCIENCE & TECHNOLOGY, INDIA (WBDST) [2018-2022]

Project title: A Mutational study of small heat shock protein OsHsp18.0(Class 1)
and its function in both biotic and abiotic stress responses in rice: A traditional

RECENT AWARDS

2024  Participated as a delegate and presented an oral presentation in the "CME:
Sarcopenia - Present & Future Perspectives" organised by the Department of Physiology,
All India Institute of Medical Sciences (AlIIMS), Bhubaneswar, India

2023  Selected as Chief Invited Speaker at the 30th West Bengal State Science &
Technology Congress at Science City, Kolkata organized by the Department of
Science & Technology and Biotechnology, Government of West Bengal, India

Editor of the Journal of Bioscience and Biotechnology Discovery (JBBD)
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